In Figure 1B , representing DSB kinetics in different yeast strains, we inadvertently inserted the same Southern blot image twice. The blot for the wild-type ARS+ strain was duplicated in place of the blot for the P IME1 -CDC7, P IME1 -DBF4-db arsD strain, which was omitted. We now provide the amended panel with the correct Southern blot for the mutant strain. The graphs below the blots had been generated from the correct blot data now displayed, so those graphs and the conclusions drawn are not affected by this error.
While preparing figures for the above article we erroneously duplicated a data panel twice and further neglected to explain appropriately in the figure legends two instances where data panels were intentionally duplicated. To avoid further confusion, and in accordance with the Cell Press policy regarding clarity in data presentation, we have corrected the figures and the legends online, as described below. We apologize for any inconvenience caused by these errors.
In Figure 1B , representing DSB kinetics in different yeast strains, we inadvertently inserted the same Southern blot image twice. The blot for the wild-type ARS+ strain was duplicated in place of the blot for the P IME1 -CDC7, P IME1 -DBF4-db arsD strain, which was omitted. We now provide the amended panel with the correct Southern blot for the mutant strain. The graphs below the blots had been generated from the correct blot data now displayed, so those graphs and the conclusions drawn are not affected by this error.
In Figure S2B , which shows that DSBs formed in the DDK-overproducing strain require Spo11 catalytic activity, we had intended to redisplay the Southern blot from the P IME1 -CDC7, P IME1 -DBF4-db arsD strain from Figure 1B in the interest of facilitating comparison. However, we erroneously displayed the Southern blot from the wild-type ARS+ strain instead. We now provide the correct Southern blot panel and an amended legend that explains the intentional redisplay of data.
In Figures 1D and 1E , depicting western blot time courses of Cdc7 and Dbf4 levels in wild-type and DDK-overexpressing strains, Kar2 was used as the loading control. To simplify presentation of the results, we assembled distinct panels to show the data for Cdc7 and Dbf4 separately. Because the same blot from the wild-type strain was sequentially probed for each of the three proteins, the Kar2 loading control is the same in both panels. However, we failed to explain this intentional redisplay of data and its rationale in the figure legend. 
